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ERRATUM

Evaluation of Nitrogen Fixation by Bacteria in Association
with Roots of Tropical Grasses

P. VAN BERKUM AND B. B. BOHLOOL

U.S. Department ofAgriculture, Science and Education Administration, Agricultural Research, Cell
Culture and Nitrogen Fixation Laboratory, Beltsville, Maryland 20705, and Department ofMicrobiology,

University ofHawaii, Honolulu, Hawaii 96822

Vol. 44, no. 3, p. 494, column 1, line 40: "acetylene reduction (213). Witty (213)" should read
"acetylene reduction (212). Witty (212)."

p. 496, column 2, line 18: "Plant Physiol. 63:S89" should read Plant Physiol. 63:S478."
p. 496, column 2, line 46: "rates (175)" should read "rates (187)."
p. 498, column 2, line 24: "in grasses (135)" should read "in grasses (136)."
p. 498, column 2, line 47: "Azospirillum sp." should read "Azospirillum."
p. 499, column 1, line 15: "activity (3, 70, 197, 203)" should read "activity (3, 71, 197, 203)."
p. 503, column 2, line 13: "as wel (50, 170)" should read "as wel (50, 169)."
p. 503, column 2, line 24: "(50, 170)" should read "(50, 169)."
p. 503, column 2, line 32: '.'171)" should read "169)."
p. 503, column 2, line 50: "Azospirillum spp. (50,170)" should read "Azospirillum spp. (50,169)."
p. 503, column 2, line 54: "Schank et al. (170)" should read "Schank et al. (169)."
p. 506, column 1, line 24: "pure culture (194)" should read "pure culture (193)."
p. 507, column 1, line 16: "roots (64, 159)" should read "roots (64, 155)."
p. 512, reference 72: "Eskew, D. O." should read "Eskew, D. L."
p. 513, reference 78: "A. D. Rouira" should read "A. D. Rovira."
p. 517, reference 205: "Vitranen" should read "Virtanen."
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